Objective: To evaluate the use of the known implantation data algorithm KIDscore TM D5 (Vitrolife ® , Canadá) as an additional tool to morphologic assessment and preimplantation genetic testing for aneuploidies (PGT-A) to improve implantation and ongoing pregnancy rates. Methods: Design: Retrospective Cohort Study. A total of 912 embryos from 270 patients that underwent an IVF treatment at INMATER Fertility Clinic in Lima -Perú, between October 2016 and June 2018, were analyzed. All embryos were cultured for up to 5 or 6 days in the Embryoscope ® time-lapse incubator (Vitrolife ® , Canada) and evaluated using the KIDscore TM D5 algorithm (KS5). 778 (85.31%) of these embryos were also biopsied for PGT-A screening. A total of 184 single embryo transfers (68% of patients), were performed during this period and the embryos transferred were classified into four groups: 1) Euploid embryos transferred without considering their KS5 score in the selection process (n=86), 2) Euploid embryos transferred considering their KS5 score in the selection process (n=48), 3) Embryos transferred without considering their KS5 score in the selection process and that were not evaluated by PGT-A (n=40) and 4) Embryos transferred considering their KS5 score in the selection process and that were not evaluated by PGT-A (n=10). Implantation and ongoing pregnancy rates were compared between the groups and between euploid embryos with the highest/ best KS5 score (KS5=6, n=25) and euploid embryos with the lowest/worst KS5 score (KS5=1, n=51). Correlation between KS5 score and embryo euploidy rate was also evaluated. Results: Implantation rate and ongoing pregnancy rates was found to be significantly higher in euploid embryo transfers when taking into account their KS5 score in the embryo selection process compared to euploid embryo transfers where selection was based on morphology (75.00% vs. 50.00%; p=0.002 and 66.66% vs 48.83%; p=0.037 respectively). Additionally, implantation rates were significantly higher for blastocysts with highest KS5 score (KS5=6) compared to lowest (KS5=1) (80.00% vs. 49.02%; p=0.045), and ongoing pregnancy rates was not found with significantly (72.00% vs 47.06%; p=0.105). Euploidy rate was significantly higher in the group of embryos with KS5=6 than in the group of embryos with KS5=1 (61.88% vs. 48.33%; p=0.006). Conclusion: Embryo selection by the use of the KS5 algorithm score improves implantation rates of single euploid blastocysts transfers. Furthermore, embryos with the highest KS5 score have a higher probability of being euploid and implanting. Objective: To define the factors associated with clinical pregnancy after intrauterine insemination. Methods: Retrospective study in 633 infertility couples, which made 1053 cycles of intrauterine insemination. We analyze the clinical pregnancy rate associated with different factors through the Chi-square test or Fisher's exact test.
Objective: To define the factors associated with clinical pregnancy after intrauterine insemination. Methods: Retrospective study in 633 infertility couples, which made 1053 cycles of intrauterine insemination. We analyze the clinical pregnancy rate associated with different factors through the Chi-square test or Fisher's exact test.
Results:
The clinical pregnancy rate was 8.2% per insemination cycle and 13.6% for treated couple. The factors with greater association to clinical pregnancy were: to have more than 2 follicles, to perform the procedure without difficulty, to have 3 years or less of infertility, cervical factor as indication, use of gonadotropins and age less than 38 years. 
Objectives:
We set out to identify contraction (CT) patterns in human blastocyst and their correlation with their ploidy status (PGT-A analysis), the time they took to reach blastocyst and the pregnancy rate. Methods: Design: Retrospective study. 912 embryos from 270 patients that went through our center were evaluated. All embryos were cultivated in the Embryoscope incubator. From 912 embryos that started the cohort, 778 were tested for aneuploidy using an NGS platform in a reference laboratory. Blastocyst contractions (CT) were evaluated using the "embryo drawing tool" to obtain the CT percentage. 182 SET were performed, and the mean patient age was 30.44 years, ranging from 24 to 39 years. Results: Embryos was divided in two groups, those that contracted (CT) and those that did not, we call them "solo expanding" (SE). When this was compared to ploidy status the embryos that SE showed 58.33% to be euploid while 53.58% of embryos that CT where aneuploid. This was statistically significant (p=0. Objective: To identify potential microRNA (miRNA) biomarkers of poor, normal and hyper responses to controlled ovarian stimulation (COS).
Methods:
In the present study, 40 serum samples derived from patients undergoing COS were analysed. Ten samples were used to standardise the detection of miRNAs in serum. The remaining 30 samples were split into three groups depending on the patient's response to COS: poor response (PR group, n=10), normal response (NR group, n=10), and hyper response (HR group, n=10). Aberrantly expressed miRNAs were identified by using a large-scale expression analysis platform. Gene set enrichment analysis was performed to assess the biological processes potentially modulated by the identified miRNAs.
Results: Twenty-two miRNAs were exclusively detected in the PR or HR groups when compared with the NR group. From those, 11 presented poor dissociation curves and were excluded from further analysis. A bioinformatic analysis revealed that the selected 11 miRNAs target several genes involved in GnRH, oestrogen and prolactin signalling, oocyte maturation, female pregnancy, and meiosis.
Conclusions:
The large-scale analysis of miRNA expression identified distinct miRNA profiles for poor and hyper response to COS, which potentially modulate key processes for human assisted reproduction. All evidence suggest that the serum microRNA profiling may discriminate patients who will respond in an exacerbated manner to those who will respond insufficiently to the COS. that don't contract SE have higher chances of being euploid that embryos that contract CT. When we compared pregnancy rates, we also saw an increase in embryos that SE (63.10%) with embryos that CT (46.67%), this was also statistically significant (p=0.012). Finally, we saw that embryos that CT take longer to reach blastocyst stage compared to SE embryos. This also was significant (p=0.004). Finally we evaluated if the patients age an impact on whether the embryo was CT or SE and found no difference, showing that age should not be a factor y embryo contraction.
Conclusion:
The results in this study show statistically significance in two analyzed traits. We showed that CT embryos show a higher chance of being aneuploid, and that they have a lower implantation rate. Also, we showed that embryos that CT take longer to reach blastocyst stage. All this was showed to happen regardless of maternal age. This proves that looking for embryo contractions could be helpful for selecting an embryo for transfer.
